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MEDLINE®/PubMed® Baseline Repository (MBR) Query Tool User s Manual

  
Date Last Updated: Thursday, April 27, 2006  

The MEDLINE/PubMed Baseline Repository (MBR) Query Tool allows users to search any of the currently 
stored MEDLINE Baselines (2002, 2003, 2004, 2005, and 2006).  Users may use any combination of MeSH® 

Headings (MH), MeSH Subheadings (SH), Supplemental Concepts/Chemicals (NM), and MH/SH combinations to 
build their query searches. Users may also specify a date range to help limit the search.  

The results of the query search can be provided as a list of matching PMIDs, as the matching records/citations 
themselves, or starting with the 2005 Medline/PubMed Baseline 

 

MetaMapped Results.  If the user chooses to 
receive the matching citations, they can select between XML or ASCII MEDLINE formats.  If the user chooses to 
receive the matching records in MetaMapped Results format, they may select between Machine Readable and 
Human Readable formats.  The user may also elect to have any of the results randomized and split into Testing and 
Training subsets.  

The ability to create subsets was designed to provide researchers a simple way to develop test collections for 
their work.  Depending on the researcher s needs, we have the capability to create a single subset of the requested 
size, or we can automatically split the results into Testing and Training subsets based on the researcher s requested 
distribution.  If requested, we can also randomize the ordering of the results before we create the subsets.  

Using the Query Tool, a researcher could very easily develop a test collection based on the following scenario:    

Using the 2003 MEDLINE Baseline, I would like all citations in Full MEDLINE format that 
include the MeSH Heading Liver and the MeSH SubHeading drug therapy (not necessarily in 
Liver/drug therapy combination) that were completed (using Date Completed/DCOM date) 

between January 1, 2002 and August 31, 2002.  I need to have a randomized test collection that 
includes Testing and Training subsets with 90% of the results placed in the Training subset and 
the remaining 10% in the Testing subset.  

The results are not provided in real-time due to the time involved in searching the databases and building the 
results set(s).  You submit your request and are then notified via email when we have completed processing your 
request.  

Please Note: Results in Full Citations or MetaMapped Results

 

format require extra time to generate the 
results due to the increased amount of data being brought together.  If your search results match a large number of 
records, this extra time could translate into hours. 

 

The MBR Query Tool web site is available using the IP address you provided to NLM at the following URL:   

http://mbr.nlm.nih.gov

  

The MBR Query Tool website is designed to be contextually active.  The decisions you make while filling out 
the form determine what fields are presented.  This allows you to focus on the fields that are specific to your needs 
and saves you time by not having to weed through fields that may or may not be relevant.  For example, if you elect 
to receive the results as a list of PMIDs, you have no need to select the format of the resulting citations, so that 
question is not presented to you.    

NOTE: Look for the following symbol .  If you select this symbol you can retrieve additional information about the 
              field this symbol is associated with. 

  

http://mbr.nlm.nih.gov
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Details 

 
Available Baselines:  2002, 2003, 2004, 2005, and 2006.  

You may create a search using subject/chemical search terms, date limits, or a combination of the two:   

Subject/Chemical Searches:

  

If you would like to perform a search based on any of the subject/chemical search types (MH, SH, MH/SH, or NM), 
just select Yes from the Perform Subject/Chemical Search(es)? selection list.  You will then be allowed to 
enter up to five different Search Terms to search for in the database along with any associated conditionals.  If you 
want to add an additional Search Term, select Yes when prompted with Another Subject/Chemical Search 
Term? .  

Query Search Types: MH, SH, MH/SH, and NM 

Search Term: 
To enter Search Terms, you can specify all or part of the word (case insensitive). When you leave the Search Term 
field, the contents will be validated against the live database. If there is more than one possibility for what you have 
specified, you will be provided with a selection list showing the various terms matching what you have entered to 
remove the ambiguity.  You will be notified via an alert message as to how many possibilities there are available in 
the new selection list.   

               

  

The numbers in parentheses following each term in the selection list are the number of items available for that term 
in the database. The validation is not case sensitive. In the case of misspelled words, the validation process moves 
back along the term until it finds valid matching entries in the appropriate list.  The figure to the right provides an 
example of how the Query Tool presents the list of valid entries matching the partial or misspelled term along with 
their count.  

Valid entries are of the form: 

 

Full Term: Liver (or liver)  case insensitive 

 

Partial Term1: Live -- generates selection list of valid entries 
starting with -live- 

 

Partial Term2: Live% -- generates selection list of valid entries 
starting with -live- 

 

Misspelled Term: Livre -- generates selection list of valid 
entries starting with -liv-   

If you are looking for the MH Liver and the SH drug therapy 

 

not necessarily tied together, you would need two search terms and 
specify MH of Liver and SH of drug therapy .  If you wanted to 
ensure the two were tied together, you would specify a single search 
term with MH/SH as your Query Type and with Liver/drug 
therapy  as the Query Term.  

Conditional: AND , OR , AND NOT  are applied in a top down 
order for the searches.   
                        For example, ((Search Term 1 <cond> Search Term 2) <cond> Search Term 3)  
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Date Limits:

   
If you wish to perform a search using Date Limits, simply specify Yes to the Use Date Limitations?  prompt.  

Date Field: Which of the available date fields to use for the search? Below is the list of available dates we support 
along with a brief description provided from the NLM Bibliographic Services Division web site 
(http://www.nlm.nih.gov/bsd/licensee/data_elements_doc.html).  

Available Date Fields Description 

Date Created (DA) 
The date processing of the record begins and an a record is 
distributed to PubMed and Licensees in In-Data-Review or In-
Process status. 

Date Completed (DCOM) 

The date processing of the record ends; i.e., MeSH® Headings 
have been added to MEDLINE status records, quality assurance 
validations are completed; and the completed record subsequently 
is distributed to PubMed and licensees. 

Date Last Revised (LR) 

Identifies the date a change is made to a record either as a result of 
individual or global maintenance. There is no indication of what 
the change is on the record and only the latest revision date is 
distributed. 

Publication Year 
The Publication Year for the citation from the Publication Date 
field. This date field only accommodates YYYY format. 

  

Start Date: Year, Month, Day  
End Date: Year, Month, Day 

Note: These dates are inclusive.  For example, if you specify: 
Start: 2001 January 15   End: 2001 January 31 
The search would include records from the 15th and 31st.   

MEDLINE Status filtering: You can filter the list of final results by removing specific Status categories if you 
wish.  

Include MEDLINE Records? Can be either Yes or No , Yes is selected by default.  This includes all 
of the MEDLINE records that have been completed up to the time the baseline database was created.  This 
is the status for the majority of citations in the Baselines.  

Include Out-of-scope/PubMed-not-MEDLINE Records? Can be either Yes or No , Yes is selected 
by default.  Prior to the 2004 MEDLINE/PubMed Baseline, this status was called Out-of-scope and is 
now referred to by PubMed-not-MEDLINE .  The PubMed-not-MEDLINE status refers to less than 1% 
of the citations that reside in PubMed from journals included in MEDLINE and have undergone quality 
review but are not assigned MeSH headings because the cited item is not in scope for MEDLINE either by 
topic or by date of publication.  

Include OLDMEDLINE Records? Can be either Yes or No , Yes is selected by default.  Starting 
with the 2005 MEDLINE/PubMed Baseline, OLDMEDLINE records/citations are included. The 
OLDMEDLINE citations are from international biomedical journals covering the fields of medicine, 
preclinical sciences, and allied health sciences. The OLDMEDLINE citations in the 2005 
MEDLINE/PubMed Baseline were originally printed in hardcopy indexes published from 1951 through 
1965 and make up approximately 11% of the total number of citations contained in the 2005 
MEDLINE/PubMed Baseline.  

http://www.nlm.nih.gov/bsd/licensee/data_elements_doc.html
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Results: Can be a list of PMIDs , Full Citations , MetaMapped Results 

 
Machine , or MetaMapped Results 

 
Human .  The MetaMapped Results are currently only available for the 2005 Medline/PubMed Baseline.  

If you select Full Citations , you can specify either XML or ASCII MEDLINE Display formatted citations (see 
examples of both kinds later in this document). If you specify XML, you can then also specify whether you would 
like the special characters (UTF-8) to be translated into their ASCII equivalents or not.  The ASCII MEDLINE 
Display formatted citations already have the UTF-8 characters translated.  For information about the different Full 
Citations formats, please review the following URLs:  

XML - http://www.nlm.nih.gov/bsd/licensee/elements_descriptions.html

  

ASCII MEDLINE Display 

 

list of elements in the ASCII MEDLINE Display format: 
            http://www.ncbi.nlm.nih.gov/books/bv.fcgi?rid=helppubmed.table.pubmedhelp.T44

  

Starting with the 2005 Medline/PubMed Baseline, we have begun processing the entire baseline through the 
Semantic Knowledge Representation (SKR) program MetaMap.  For information on MetaMap, please review the 
following URL: http://skr.nlm.nih.gov/papers/index.shtml#MetaMap. The MetaMapped citations are presented in 
two different formats: Machine Readable and Human Readable (see examples of both kinds later in this document).  

If you elect to receive MetaMapped Results , you can choose from either of the formats. For information about the 
different MetaMapped Results formats, please see below:  

Machine Readable - http://skr.nlm.nih.gov/Help/Mapping_Info.html

  

Human Readable  is the default output option for the MetaMap program   

# of Results: Can be either All  of the results, or a Subset of the results. 
If you request a subset, you will be asked for the size of the subset.  The subset will be pulled from the 
head of the full list of results.  Note: If the total number of results is less than the size specified for 
the subset, we will use all of the results.   

Result Sets: You can specify a single result set or to have the results split between a Testing and Training subset.  
If you specify the Testing/Training option, you will be asked for a percentage split that you would like the 
final result set allocated to each of the two subsets.  Note: The percentages must equal 100%.   

Randomize Results: You can request that the results be presented in a randomized order or in PMID numerical 
sorted order.  If we randomize the results list, we do so BEFORE

 

applying any subset size limitation (if specified) 
and BEFORE

 

we split into Testing/Training subsets (if requested).  If you have requested that we split the results 
into the Testing/Training subsets, once the entire list is randomized, we will select the Training subset items from 
the head of the list and the remainder will be selected for the Testing subset.  

http://www.nlm.nih.gov/bsd/licensee/elements_descriptions.html
http://www.ncbi.nlm.nih.gov/books/bv.fcgi?rid=helppubmed.table.pubmedhelp.T44
http://skr.nlm.nih.gov/papers/index.shtml#MetaMap
http://skr.nlm.nih.gov/Help/Mapping_Info.html
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Before you can submit the form, the data must meet the following minimum criteria: 

1) Must have selected a Baseline to use. 

2) Must have an Email Address specified. 

3) If you have elected to use Date Limitations, and have selected Date Completed , Date Created , or 
Date Last Revised , the End Date (YearMonthDay) must be greater or equal to the Start Date 

(YearMonthDay).  If you selected Publication Year , the End Year must be greater or equal to the 
Start Year. 

4) If you specified a Subject/Chemical search, the associated Search Term(s) must be filled in and 
validated along with any appropriate Conditionals selected. 

5) If you did not specify a Subject/Chemical search, you must then specify a date limitation to use to limit 
the number of results. 

6) If you specified that you wanted the results to be split between a Training and Testing subset, the 
percentages must total to 100.  

Once the form has been submitted, you will see a page that reiterates the data that was received by the program.  
The search you have specified will than be executed in the background.  Once the request has finished processing, 
you will receive an email telling where to find the results.  The email will provide you with a summary of the results 
of your search; provide a link to where you will find your results, and a list of what files should be in the results 
directory with a brief explanation for each file.  

You may see the following files in your results directory depending on your selections:  

File Description 
config Original parameters from the web page 
PMID_list Results set list of PMIDs when Train/Test subsets NOT specified 
Train_PMID_list Results set list of PMIDs assigned to the Training subset 
Test_PMID_list Results set list of PMIDs assigned to the Testing subset 
Cits Single results set of citations (if Full Citations specified) 
Train_cits Training subset results set of citations (if Full Citations specified) 
Test_cits Testing subset results set of citations (if Full Citations specified) 
MMMresults MetaMapped Machine Readable results (if MetaMapped Results - Machine  specified) 
Train_MMM Training subset results set of citations (if MetaMapped Results - Machine  specified) 
Test_MMM Testing subset results set of citations (if MetaMapped Results - Machine  specified) 
MMHresults MetaMapped Human Readable results (if MetaMapped Results - Human  specified) 
Train_MMH Training subset results set of citations (if MetaMapped Results - Human  specified) 
Test_MMH Testing subset results set of citations (if MetaMapped Results - Human  specified) 
Summary Summary of the run including number of entries found and echo of submission 
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Examples 

  


